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	body text 1: As a mechanistic enzymology lab, we are interested in understanding how enzymes bring about huge rate accelerations over uncatalyzed reactions.  What roles are played by the proper positioning and ionization state of key amino acid residues in the enzyme active site? If the enzyme has more than one activity, what is the nature of the active site(s)?  We have studied the mechanism of action of several different proteins, but our current focus is on enzymes in the shikimate pathway which are responsible for the biosynthesis of the essential aromatic amino acids.  As such, these enzymes are potential targets for the development of inhibitors that can act as antimicrobial agents and herbicides. Our studies also involve comparative enzymology between enzymes derived from bacteria that thrive in extremely hot environments (thermophiles) and also those that prefer moderate temperatures (mesophiles). We use
	body text 2: the techniques of protein chemistry, mass spectrometry, site-directed mutagenesis, kinetic analysis and biophysical spectroscopy in order to understand the catalytic mechanism of these enzymes and how the structures of the proteins relate to their function and mode of regulation. Our structural studies also involve protein crystallography which is done as a collaborative effort.


